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Figure 3: The alignment of AMELX and AMELY genomic sequences mapped with the primers (arrowed lines) used for sex identification. a) intron 3, 6-bp length 
polymorphism, b) intron 3, 180-bp length polymorphism, c) intron 3, 187-bp length polymorphism,  d) exon 5, 3-bp length polymorphism, and e) intron 6, 1-bp length 
polymorphism. Nucleotide positions are based on AMELX sequence (Ensembl identification number ENSG00000099721) and AMELY (Ensembl identification number 
ENSG00000125363). “:” represents homologous regions; “-” represents length polymorphisms; yellow boxes indicate the polymorphism in question. Bases in red 
represent exon sequences. Each pair of primers is labeled with its reference in brackets. Additional information about the primers can be found in Table 1. 
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